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Abstract

Cholangiocarcinoma is the second most common hepatobiliary malignant tumor besides
liver cancer, grows from bile duct epithelial cells. However, surgery is the only hope for most
patients with cholangiocarcinoma, but the effectiveness of treatment is not outstanding. Even
though other methods of treatment, such as chemotherapy and radiation therapy, have limited
effects. The immunotherapy and precision treatment have become the latest expectations of]
patients. Here, we analyzed the TCGA and GEO database to classify the cold and hot tumor
using hierarchical clustering. The MCP counter results demonstrated that two genes, MS4A1
and CD79A, could identify the hot and cold tumor subgroups after TCGA data training and
similar results show in GEO database. We will perform the tissue array for
cholangiocarcinoma tissue samples and find whether patients with high expression levels of]
MS4A1 or CD79A have better disease-free survival (DFS) and progression-free survival
(PFS). In addition, we will test the tertiary lymphoid structures (TLS) signatures in tissue array
sections, which is associated with the presence of MS4A1 and CD79A to determine whether
the patients who received the immunotherapy with TLS signatures have longer overall
survival (OS) and PFS. Collectively, we hope our study could provide strong evidence to prove
that B cell lineages or TLS could be an ideal biomarker to lead the clinical treatment and wish

can broader applications in other diseases.
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